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PROGRAM 



Monday, March 18 

9:00-10:00 
Session 1.A. Text Analysis and data 
mining in Bioinformatics 

Session 1.B. Biomedical Devices and 
Technologies 

10:00-11:00 
Session 2.A. Next Generation 
Sequencing (I) 

Session 2.B. Artificial Intelligence for 
Biomedical Signal/Imaging 

11:00-11:30 Coffee Break 

11:30-13:00 
Session 3.A. Microarray Data for 
Disease Analysis 

Session 3.B. Advanced Methodologies 
for Tumor Analysis 

13:00-14:30 Lunch 

14:30-15:30 
Session 4.A. SNPs, Polymorphisms 
and Mutations 

Session 4.B. Biology Systems and 
Biology Processes Modelling 

15:30-16:30 
Session 5.B Disease Processes 

Modelling 

16:30-17:30 Session 5.A Poster Session 

19:30 Light dinner at Carmen de los Mártires 

 

Tuesday, March 19 

9:00-10:00 
Session 6.A. SS1:  Data Processing 
and Pipelining in NGS 

Session 6.B.  eHealth (I) 
 

10:00-11:00 
Session 7.A. Next Generation 
Sequencing (II) 

Session 7.B. eHealth (II) 

11:00-11:30 Coffee Break 

11:30-12:15 
Invited Talk:  

Dr. Guy Cochrane, European Bioinformatics Institute (EBI) 

12:15-13:15 
Session 8.A. Regulation, miRNA 

and Motifs (I) 
Session 8.B. Biomedical Engineering I 

13:15-14:30 Lunch 

14:30-16:00 
Session 9.A. Regulation, miRNA 

and Motifs (II) 
Session 9.B. Biomedical Engineering 

II 

16:00-17:00 
Session 10.A. SS2: Machine 

Learning for Bioinformatics in the 
Pre/Post NGS Era 

Session 10.B. Biomedical Sensors and 
Activity Recognition 

19:30 Gala dinner at Palacio de Santa Paula 

 

  



Wednesday, March 20 

9:00-10:00 Session 11.B. Data Mining , Semantics and Ontologies (I) 

10:00-11:00 Session 12.B. Data Mining , Semantics and Ontologies (II) 

11:00-11:30 Coffee Break 

11:30-12:45 Session 13.B Computational Proteomics (I) 

12:45-13:15 
Invited Talk: Dr. Julia Hoeng (sbv IMPROVER) 

From Rat to Human: Understanding the Limits of Animal  
Models of Human Biology. 

13:15-14:30 Lunch 

14:30-15:30 
Session 14.B. Computational Proteomics (II) 
 

Closing Ceremony

16:15-20:00 Social Event: Visit to Alhambra 

 

 

NOTE: 

 All Sessions A will be held in Salón de Grados, Edificio Mecenas (just 20 meters 
from the Facultad de Ciencias) 

 All Sessions B will be held in Salón de Grados, Facultad de Ciencias. 

 The Poster Session will be held in the upstairs hall, Facultad de Ciencias. 
 

  



 

 

Salón De Grados. 
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Salón De Grados. 
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Invited Talk: sbv IMPROVER. From Rat to Human: understanding the
limits of animal models of human biology.

Speaker: Dr. Julia Hoeng

From Rat to Human: understanding the limits of animal models of human biology

C. Mathis, L.G. Alexopoulos, C. Poussin, V. Belcastro, J. Binder, E. Bilhal, P.
Meyer, R. Norel, J.J. Rice, G. Stolovitzky, Julia Hoeng and M.C. Peitsch

Session 14.B. Computational Proteomics (II).

Chairman: Dr. Maria Vittoria Cubellis

The integration of Clifford Algebra in the iBP algorithm for the DMDGP

Rafael Alves, Andrea Cassioli, Antonio Mucherino, Carlile Lavor and Leo Liberti

Protein Sequence Annotation by means of Community Detection

Giuseppe Profiti, Damiano Piovesan, Pier Luigi Martelli, Piero Fariselli and Rita
Casadio

Advances in Semi-Supervised Alignment-Free Classication of G Protein-Coupled Receptors

Raúl Cruz-Barbosa, Alfredo Vellido and Jesús Giraldo
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